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Correction
We have found an error after the publication of this work
[1]. The error is present in the following sentence: "We
have that q  = 1 is the Shannon's Entropy (extensive
entropy), q < 1 is the sub-extensive entropy and q > 1 is the
super-extensive entropy".
Where it says "sub-extensive", should be changed to
"super-extensive" and where it says "super-extensive",
should be changed to "sub-extensive".
The corrected sentence: We have that q = 1 is the Shan-
non's Entropy (extensive entropy), q  < 1 is the super-
extensive entropy and q > 1 is the sub-extensive entropy.
We regret any inconvenience that this inaccuracy in the
text might have caused.
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